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Figure S1. Frequency of all amino acids vs. GC of the genomes. The amino acids are sorted after the GC
content of their codons. The number next to each figure represents the fraction of GC among the codons.
Archaeal genomes are red, bacteria dark green, and eukaryotes are blue. The straight lines represent linear fits for
each kingdom independently. Here, the data for genomes with GC higher than 60% and lower than 20% are also
included for clarity.
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